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By Casey Luskin
Many critics of intelligent design have argued that design is merely a negative argument against evolution.
This could not be further from the truth. Leading design theorist William Dembski has observed that “[t]he
principle characteristic of intelligent agency is directed contingency, or what we call choice.”1 By
observing the sorts of choices that intelligent agents commonly make when designing systems, a positive
case for intelligent design is easily constructed by elucidating predictable, reliable indicators of design.
Design can be inferred using the scientific method of observation, hypothesis, experiment, and conclusion.
Design theorists begin with observations of how intelligent agents act when designing, to help them
recognize and detect design in the natural world:
Table 1. Ways Designers Act When Designing (Observations):
(1) Intelligent agents think with an “end goal” in mind, allowing them to solve complex problems by
taking many parts and arranging them in intricate patterns that perform a specific function (e.g. complex
and specified information):
“Agents can arrange matter with distant goals in mind. In their use of language, they routinely ‘find’
highly isolated and improbable functional sequences amid vast spaces of combinatorial possibilities.”2
“[W]e have repeated experience of rational and conscious agents-in particular ourselves-generating or
causing increases in complex specified information, both in the form of sequence-specific lines of code
and in the form of hierarchically arranged systems of parts. … Our experience-based knowledge of
information-flow confirms that systems with large amounts of specified complexity (especially codes
and languages) invariably originate from an intelligent source from a mind or personal agent.”3
(2) Intelligent agents can rapidly infuse large amounts of information into systems:
“Intelligent design provides a sufficient causal explanation for the origin of large amounts of
information, since we have considerable experience of intelligent agents generating informational
configurations of matter.”4
“We know from experience that intelligent agents often conceive of plans prior to the material
instantiation of the systems that conform to the plans—that is, the intelligent design of a blueprint often
precedes the assembly of parts in accord with a blueprint or preconceived design plan.”4
(3) Intelligent agents ‘re-use’ functional components that work over and over in different systems (e.g.,
wheels for cars and airplanes):
“An intelligent cause may reuse or redeploy the same module in different systems, without there
necessarily being any material or physical connection between those systems. Even more simply,
intelligent causes can generate identical patterns independently.”5
(4) Intelligent agents typically create functional things (although we may sometimes think something is
functionless, not realizing its true function):
“Since non-coding regions do not produce proteins, Darwinian biologists have been dismissing them for
decades as random evolutionary noise or ‘junk DNA.’ From an ID perspective, however, it is extremely
unlikely that an organism would expend its resources on preserving and transmitting so much ‘junk.’”6
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These observations can then be converted into predictions about what we should find if an object was
designed. This makes intelligent design a scientific theory capable of generating testable predictions:
Table 2. Predictions of Design7 (Hypothesis):
(1) Natural structures will be found that contain many parts arranged in intricate patterns that perform a
specific function (e.g. complex and specified information).
(2) Forms containing large amounts of novel information will appear in the fossil record suddenly and
without similar precursors.
(3) Convergence will occur routinely. That is, genes and other functional parts will be re-used in
different and unrelated organisms.
(4) Much so-called “junk DNA” will turn out to perform valuable functions.
These predictions can then be put to the test by observing the scientific data, leading to conclusions:
Table 3. Examining the Evidence (Experiment and Conclusion):
Line of Evidence
(1) Biochemistry

Data (Experiment)

Prediction
Confirmed?
(Conclusion)

Natural structures have been found that contain many parts arranged in
intricate patterns that perform a specific function (e.g. complex and
specified information), such as irreducibly complex machines in the cell.
The bacterial flagellum is a prime example. The specified complexity of
protein bonds, or the simplest self-reproducing cell are other examples.8

Yes.

(2) Paleontology

Biological novelty appears in the fossil record suddenly and without
similar precursors. The Cambrian explosion is the prime example.9

Yes.

(3) Systematics

Similar parts have been found in organisms that even Darwinists see as
separated by more closely related forms that do not contain the similar
parts in question. Clear examples include genes controlling eye or limb
growth in different organisms whose alleged common ancestors are not
thought to have had such forms of eyes or limbs.10

Yes.

Genetic research continues to uncover functions for “junk-DNA,” include
functionality for pseudogenes, introns, LINE, and ALU elements.
Examples of unknown DNA functions persist, but design encourages
researchers to investigate functions, whereas Darwinism has caused some
scientists to wrongly assume that non-coding DNA is junk.11

Yes.

(4) Genetics
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